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Abstract: Objective To analyze the expression and mechanism of action of ADAM metallopeptidase with thrombospondin type 1 motif
14 (ADAMTSI14) in clear cell renal cell carcinoma (¢ccRCC) based on bioinformatics. Methods The expression, prognostic value, clinical
significance and mechanism of action of ADAMTS14 in ¢cRCC were analyzed by TIMER, TCGA,ICGC, GEPIA and Kaplan-Meier Plotter
databases. Results  The results of pan-cancer analysis showed that ADAMTS14 was significantly highly expressed in a variety of malignancies,
including ¢ccRCC, compared with the normal tissues. Analysis of transcriptional data from TCGA and ICGA databases revealed that
ADAMTS14 was significantly highly expressed in ccRCC tissues. Kaplan-Meier survival curves showed that the high expression of ADAMTS14
was associated with a poorer prognosis of patients. The results of clinicopathological correlation analysis showed that the up-regulation of
ADAMTS14 expression was associated with the higher clinical stage, histological grade and TNM stage in patients. The results of univariate
and multivariate Cox analyses showed that the high expression of ADAMTS14 was an independent prognostic factor for lower overall survival in
patients with ccRCC. The results of functional analysis showed that the differentially expressed genes between the high and low expression
groups were mainly enriched in the interaction between extracellular matrix and its receptors, the interaction between cytokines and its
receptors , the PI3K-Akt signaling pathway ,and the IL-17 signaling pathway. Conclusion ADAMTS14 is highly expressed in ccRCC tissues
and is associated with poor clinical outcome of patients,which can be used as a potential biomarker for ccRCC.
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